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Table 1 The origin of rpoC! gene sequence among Microcystis strains in this study
JEAFD B R JPARI JEAFD B I 2B
M.aer TX009 TR ASEE M.aer MMY404 Lake Mikata AB333825
M.aer TX010 IR ARSI M.aer MMY408 Lake Mikata AB333826
M.aer HD002 K ASEE M.aer MMY409 Lake Mikata AB333827
M.aer ShT008 b K ASEE M.aer MMY416 Lake Mikata AB333828
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Phylogenetic relationships of Microcystis based
on rpoC1 gene sequences in China

ZHANG Qun, Li Mingli, LIU Hailin, LEI Lamei, HAN Boping

Institute of Hydrobiology, Jinan University, Guangzhou510632, China

Abstract: Partial rpoC1 gene sequences of 4 strains of Microcystis aeruginosa, 5 strains of M.flos-aquae and 4 strains of M.sp. col-
lected from 9 reservoirs in Guangdong province, China were determined and subjected to phylogenetic analysis by a combination of
homologous GenBank sequences of 11 strains of M.aeruginosa, 5 strains of M.viridis and 5 strains of M.wesenbergii in 5 Japanese
water bodies. In total, 21 genotype were found and the sequence similarities ranged from 97.6% to 100% in 34 Microcystis strains.
The strains of different ‘morphospecies’ and geographic origins were intertwined together in the derived neighbor-joining tree, indi-
cating no obvious lineages or geographic clusters. The same ‘morphospecies’ included different genotypes, and the same genotype
exhibited different phenotypes. The strains isolated from the same water body had various genotypes or phenotypes, and strains from
different water body shared the same genotype or genotype. These results demonstrated that different ‘morphospecies’ and geo-
graphic strains couldn’t be differentiated by partial rpoC1 gene sequences, temporally support Kondo and Otsuka’s proposal to treat
M.aeruginosa, M.flos-aquae, M.wesenbergii and M.viridus icrocystis as M.aerugnose complex.

Key words: Microcystis; phylogeny; rpoC1 gene
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